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Abstract

Introduction: Interleukin-1β (IL-1β) and nerve growth factor (NGF) are key regulators in the pathogenesis of
inflammatory arthritis; specifically, IL-1β is involved in tissue degeneration and NGF is involved in joint pain.
However, the cellular and molecular interactions between IL-1β and NGF in articular cartilage are not known.
Cartilage stem/progenitor cells (CSPCs) have recently been identified in osteoarthritic (OA) cartilage on the basis of
their migratory properties. Here we hypothesize that IL-1β/NGF signaling is involved in OA cartilage degeneration
by targeting CSPCs.

Method: NGF and NGF receptor (NGFR: TrkA and p75NTR) expression in healthy and OA human articular cartilage
and isolated chondrocytes was determined by immunostaining, qRT-PCR, flow cytometry and western blot. Articular
cartilage derived stem/progenitor cells were collected and identified by stem/progenitor cell characteristics. 3D-cultured
CSPC pellets and cartilage explants were treated with NGF and NGF neutralizing antibody, and extracellular matrix
changes were examined by sulfated glycosaminoglycan (GAG) release and MMP expression and activity.

Results: Expression of NGF, TrkA and p75NTR was found to be elevated in human OA cartilage. Cellular changes upon
IL-1β and/or NGF treatment were then examined. NGF mRNA and NGFR proteins levels were upregulated in cultured
chondrocytes exposed to IL-1β. NGF was chemotactic for cells isolated from OA cartilage. Cells isolated on the basis of
their chemotactic migration towards NGF demonstrated stem/progenitor cell characteristics, including colony-forming
ability, multi-lineage differentiation potential, and stem cell surface markers. The effects of NGF perturbation in cartilage
explants and 3D-cultured CSPCs were next analyzed. NGF treatment resulted in extracellular matrix catabolism
indicated by increased sGAG release and MMP expression and activity; conversely, treatment with NGF neutralizing
antibody inhibited increased MMP levels, and enhanced tissue inhibitor of matrix metalloprotease-1 (TIMP1) expression
in OA cartilage explants. NGF blockade with neutralizing antibody also affected cartilage matrix remodeling in 3D-CSPC
pellet cultures.

Conclusion: Our results strongly suggest that NGF signaling is a contributing factor in articular cartilage degeneration
in OA, which likely targets a specific subpopulation of progenitor cells, the CSPCs, affecting their migratory and matrix
remodeling activities. These findings provide novel cellular/signaling therapeutic targets in osteoarthritic cartilage.
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Introduction
The degenerative joint disease osteoarthritis (OA) is a
major cause of mobility loss, and represents the most
prevalent form of musculoskeletal disease worldwide [1, 2].
The Centers for Disease Control and Prevention (CDC)
reports that 52.5 million US adults had arthritis in 2010–
2012, and estimated up to 67 million by the year 2030 [3].
Current clinical OA management is mainly concerned
with symptom reduction (e.g., pain, swelling, stiffness) [4],
with oral nonsteroidal anti-inflammatory drugs (NSAIDs)
being the most commonly used pharmacological treat-
ment at mid-stage of the disease, and arthroplasty, an
irreversible procedure, as the final solution to maintain
joint function. The pathogenesis of OA is incompletely
understood. Better understanding of the mechanisms of
OA progress is thus critical for development of an inter-
vention method.
The primary target tissue of OA is the articular cartil-

age, a physiologically nonself-renewing, avascular tissue
that functions as the load-bearing joint surface. Cartilage
tissue is composed of over 90 % extracellular matrix
(ECM) and less than 10 % chondrocytes in total volume.
Collagens and proteoglycans (PGs) present in the ECM
are the major macromolecules directly responsible for
the load-bearing properties of the hyaline articular cartil-
age [5]. Joint cartilage destruction is triggered by a num-
ber of events, including changes in the mechanical
environment, biochemical alterations of the ECM, and
biological responses of chondrocytes, the subchondral
bone, and the synovium to inflammation.
Proinflammatory cytokines, such as interleukin (IL)-1β,

are key regulators in the pathogenesis of inflammatory
arthritis, including tissue degeneration. IL-1β induces pro-
duction of major extracellular proteolytic enzymes in
chondrocytes, such as matrix metalloproteinases (MMPs)
and a disintegrin-like and metalloproteinase with throm-
bospondin motifs (ADAMTS) [6, 7]. Wheaton et al. [8]
reported that intraarticular injection of recombinant
porcine IL-1β into the pig knee joint resulted in cartilage
loss. Lai et al. [9] reported that induction of IL-1β in
healthy mouse joints could cause joint structure changes,
dysfunction, and pain. IL-1β could also lead chondrocytes
to express more proinflammatory cytokines such as tumor
necrosis factor alpha (TNFα), IL-8, complement factors,
and prostaglandin E2 [7, 10–12]. IL-1β is an important
therapeutic target of OA, and drugs that block IL-1β
action have been developed and in use for decades [10].
Nerve growth factor (NGF), an important signaling

molecule involved in joint pain, is a key regulator of
rheumatoid arthritis pathogenesis, and has recently been
implicated in OA pain. NGF and nerve growth factor
receptor (NGFR) may act in OA pain through at least
two mechanisms: increasing proliferation of sensory
neurons [13]; and changing the pain threshold through

high-affinity NGFR (TrkA)-mediated sensitization of
sensory neurons [14]. A recent clinical trial showed that
intravenous injection of the NGF neutralizing antibody,
Tenezumab® (Pfizer, New York, NY, USA) can relieve
OA joint pain [15]. These functional effects are likely to
occur within synovial tissue [16, 17] and osteochondral
junctions [18], as well as in dorsal root ganglia [19–21].
Interestingly, other research findings also suggest NGF
involvement in cytokine-mediated OA pathogenesis,
with articular cartilage as a target tissue. For example,
articular cartilage is immunopositive for NGF, and
higher expression of NGF and TrkA [22] is observed in
OA [23]. Furthermore, genome-wide association scan re-
sults revealed the association of an NGF variant,
MCF2L, with OA [24], suggesting that OA may be re-
lated to interruption of NGF functional balance. At
present, the role of NGF/NGFR in articular cartilage
biology and OA pathogenesis is unclear.
Cartilage stem/progenitor cells (CSPCs) have recently

been found within human articular cartilage [25–28].
These cells are thought to respond to injury and migrate
through the disease-affected tissue zones, and are
characterized as stem/progenitor cells in vitro by virtue
of their self-renewal ability, differentiation multipotency,
and stem cell markers [29, 30]. Expression of several
mesenchymal progenitor cell markers, including Stro-1,
VCAM (CD166), Notch-1, etc. [31], has been detected
in OA but not in normal human articular cartilage,
suggesting that OA may activate an endogenous CSPC
population within the tissue. The signaling events in car-
tilage degeneration are unclear. Recent studies showed
induction of CSPC homing by injured cartilage condi-
tioned medium, dead cell debris, and chromosomal pro-
teins [30], suggesting soluble cell recruitment signals.
Here we hypothesized that IL-1β/NGF signaling is in-

volved in OA cartilage degeneration by targeting CSPCs.
The hypothesis is tested by: characterizing NGF and
NGFR expression in OA cartilage; assessing the effect of
IL-1β treatment on NGF/NGFR in cartilage explants
and in cartilage-derived CSPCs; and examining the
effects of NGF perturbation on the cartilage-forming
activities of CSPCs in three-dimensional (3D) cultures.
Our findings strongly suggest coordinated signaling by
IL-1β and NGF in cartilage degeneration via CSPCs,
which represent a potential therapeutic target for OA.

Methods
Tissue harvest and explant culture
Cartilage explant cultures were taken from macros-
copically unaffected areas of the femoral condyle from
total knee arthroplasty (Institutional Review Board
approval, consent exempted: University of Pittsburgh,
PA, USA and University of Washington, Seattle, WA,
USA). Adult articular cartilage was obtained from nine
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females and six males (average age, 60.1 years). Histo-
logical slides of normal adult (n = 3) and fetal articular
cartilage (n = 3) were donated by the Department of
Pathology and Anatomy, Zhejiang University School of
Medicine, Zhejiang, China, and were examined by histo-
logical staining and immunohistochemistry.
To study the effects of NGF treatment on tissue morph-

ology, a white, smooth piece of articular cartilage (~1 cm×
1 cm and 3–5 mm in depth) harvested from a nonlesion
area of the joint surface was cut orthogonally into ~2 mm
sized pieces, and was cultured with varying concentrations
of NGF for up to 14 days. At the end of culture, the ex-
plants were fixed in 4 % paraformaldehyde and processed
for histology. Sections of 14 μm thickness were examined
histologically using Safranin-O/Fast Green staining.
To examine the effects of NGF treatment on cartilage

matrix degeneration, cartilage explants were cultured with
serum-free medium for 12 hours, and dispersed at the
same wet weight (0.5–1 g/well, depending on each donor)
into a multiwell (12-well or 24-well) plate. The same vol-
ume of culture medium with or without NGF and/or anti-
NGF antibody was added to each well (0.3 g wet weight
tissue/ml culture medium) and subsequently collected at
various time intervals up to 2 weeks to assay for release of
sulfated glycosaminoglycan (sGAG) and MMPs. The
freshly isolated tissue was denoted as the day 0 sample.
The culture medium consisted of Dulbecco’s Modified

Eagle’s medium (DMEM; Life Technologies, Thermo Fisher,
Grand Island, NY, USA), supplemented with ITS+ and 1 %
penicillin–streptomycin (Life Technologies), with 1 ml
medium for ~300 mg tissue. Treatments included 10 ng/ml
recombinant human NGF-β (Sigma, St. Louis, MO, USA),
and/or 10 ng/ml NGF neutralizing antibody (ab16161;
Abcam, Cambridge, MA, USA). Medium was removed and
collected every 2 days during the 2-week culture period.

Cell isolation, culture, and characterization
Primary human chondrocytes from distal femoral con-
dyles were isolated by enzymatic digestion. Briefly, the
tissue was minced into ~1 mm3 pieces and digested for
6 hours at 37 °C with a 0.2 % solution of collagenase type
I (Life Technologies). Cells were transferred to monolayer
culture in DMEM/Ham’s F12 Medium (1:1; Life Tech-
nologies), supplemented with 10 % fetal bovine serum
(FBS) and penicillin/streptomycin, and cultured under
standard conditions. For the NGF release test, early-
passage (before passage 2) chondrocytes were cultured as
a high-density monolayer (>95 % confluence) and treated
with 100 pg/ml IL-1β for 1 week. The medium was chan-
ged on days 1, 4, and 7 and collected for NGF enzyme-
linked immunosorbent assay (ELISA; R&D Systems,
Minneapolis, MN, USA). RNA was isolated on day 7.
Based on the migratory ability of CSPCs, we collected

the NGF responsive CSPCs from a Transwell system

(see Cell migration assay). The NGF-attracted cells were
trypsinized from the bottom of the Transwell insert and
cultured in growth medium. Stem cell characteristics
were tested as described in the following by flow cyto-
metric analysis, and on the basis of multilineage differ-
entiation and colony-forming ability. To test the effects
of NGF on CSPCs, migratory cells were cultured as a
high-density monolayer (>95 % confluence). After treat-
ment in serum-free medium for 12 hours, cells were
treated with 10 ng/ml NGF or 100 pg/ml IL-1β for
48 hours and RNA was extracted for quantitative RT-PCR
analysis of gene expression.
To investigate the effect of NGF on cell prolifera-

tion, cells were seeded in 96-well plates at a density
of 3000 cells/cm2 in a medium containing 2 % FBS. After
attachment, cells were treated with 10 or 100 ng/ml NGF,
10 ng/ml NGF neutralizing antibody, or the combination
of 10 ng/ml NGF and antibody for 1, 3, 5, and 7 days. Cell
proliferation was tested using the CCK-8 Kit (DOJINDO,
Rockville, MD, USA).

Immunostaining
For immunostaining, tissue specimens were fixed in 4 %
paraformaldehyde and processed as cryosections, while
cells were transferred to 24-well plates and cultured for
16 hours, after which they were fixed with 4 % para-
formaldehyde. The samples were incubated with mouse
monoclonal antibodies (human CD271; BD Pharmingen,
San Diego, CA, USA), followed by fluorescein isothiocyan-
ate (FITC)-conjugated, secondary rabbit anti-mouse IgG
(Life Technologies). Cell nuclei were counterstained with
4′,6-diamidino-2-phenylindole (DAPI), or with a Histostain
Kit according to the manufacturer’s protocol (Life Tech-
nologies). Immunostained sections and cells were examined
by phase-contrast and epifluorescence microscopy using an
Olympus i X71 microscope (Olympus, Tokyo, Japan).

Flow cytometric analysis
Antibodies (from Pharmingen/BD Biosciences, San Diego,
CA, USA; unless specified otherwise) used for flow cytome-
try included: FITC-conjugated specific antibodies to human
CD34 (clone 581, IgG1,κ), CD90 (clone 5E10, IgG1,κ),
CD45 (clone 30-F11, IgG2a,κ; eBioscience, San Diego,
CA, USA); phycoerythrin (PE)-conjugated mouse-
specific antibody to human CD44 (clone 515, IgG1,κ);
and nonconjugated mouse-specific antibody to human
CD105 and CD271, detected with FITC-conjugated
rabbit anti-mouse IgG (Life Technologies). PE-
conjugated or FITC-conjugated isotype-matched IgGs
were used as controls. Cells (5 × 105 cells/ml) were
incubated with primary antibodies for 30 minutes at
4 °C. After washing, the cells were fixed with 1 % parafor-
maldehyde and analyzed using a Beckman-Coulter FC 500
MCL/MPL flow cytometer (Brea, CA, USA).
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Cell migration assay
The migratory activity of chondrocytes isolated from
healthy and OA articular cartilage at different passages was
assessed as follows. Fifty thousand cells were seeded in the
upper insert of a Transwell plate (Costar 3422, Corning,
NY, USA) and cultured in serum-free DMEM. Serum-free
medium, containing NGF (10 ng/ml) and/or NGF neutral-
izing antibody (10 ng/ml), was added to the lower chamber.
After 24-hour incubation, the inserts were removed and
the upper surface of the filter was scraped free of cells and
debris. After staining with DAPI, the number of migrated
cells detected on the underside of the Transwell filter was
counted in five randomly selected fields (100× magnifica-
tion), and the results per microscopic field are expressed as
mean ± standard deviation (SD). Data presented are repre-
sentative of three independent experiments.

Multilineage differentiation potential
The differentiation potential of CSPCs was tested on the
basis of induced osteogenesis, adipogenesis, and chondro-
genesis. For osteogenesis, cells were plated at low density
(1 × 103 cells/cm2) in a 24-well plate and cultured with
10 mM β-glycerolphosphate (Sigma), 0.1 μM dexametha-
sone (Sigma), and 50 μg/ml ascorbate (Sigma) in DMEM–
high glucose medium containing 10 % FBS and 1 % peni-
cillin–streptomycin for 2 weeks. Osteogenesis was assessed
by alkaline phosphatase (ALP) histochemical staining
(ALP kit; Beyotime Biotechnology, Shanghai, China). For
adipogenesis, confluence cultures were treated with 1 mM
dexamethasone, 10 μg/ml insulin, and 0.5 mM isobutyl-
xanthine (all Sigma) in DMEM–high glucose medium
containing 10 % FBS and 1 % penicillin–streptomycin for
2 weeks. Intracellular accumulation of lipid droplets was
detected by Oil Red O (Sigma) staining. For chondrogene-
sis, high-density pellets of 2 × 105 cells were formed by
centrifugation in U-shaped bottom 96-well plates and
cultured in 10 ng/ml TGF-β3 (PeproTech, Rocky Hill, NJ,
USA), 50 μg/ml ascorbic acid (Sigma), 40 μg/ml proline,
and 0.1 μM dexamethasone in DMEM–high glucose
medium containing ITS and 1 % penicillin–streptomycin.
The medium was changed every 2–3 days, and cell pellets
were observed at intervals of 14 and 21 days. To examine
the influence of NGF, some pellets were treated with
10 ng/ml human recombinant NGF-β, 10 ng/ml NGF neu-
tralizing antibody, or 10 ng/ml NGF neutralizing antibody
matched isotype (mouse IgG1, monoclonal isotype control,
ab81032; Abcam) during the entire 2-week culture period.
Matrix sGAG in the pellets was histologically stained with
Safranin O, and chondrogenesis was analyzed according to
a previously published histological pellet scoring system
[32]. sGAG content was quantified using the Blyscan assay
and normalized to double-stranded DNA content (Pico-
green; Life Technologies). Gene expression in the pellets
was evaluated by quantitative RT-PCR (see later).

Data were obtained from three independent experi-
ments, with each experiment using pooled CSPCs from
four or five different donors (n = 12).

RNA extraction and quantitative RT-PCR
RNA was isolated using the RNeasy Mini Kit (QIAGEN,
Valencia, CA, USA) according to the manufacturer’s in-
structions. Quantitative RT-PCR was performed using
SYBR Green PCR Master Mix (Life Technologies) with a
StepOne Plus Realtime PCR system (Applied Biosystems,
Thermo Fisher, Grand Island, NY, USA). The PCR cycling
consisted of 45 cycles of amplification of the template
DNA with primer annealing at 60 °C. The relative level of
gene expression was calculated using the 2-delta delta Ct
method. 18S rRNA, RPL13a, and GAPDH were chosen as
housekeeping genes, which in general yielded similar re-
sults. The primer sequences used in this study are listed in
supplementary materials (Additional file 1: Table S1).

Zymography
Zymography was performed in 10 % gelatin polyacryl-
amide gel (Novex; Life Technologies). Medium samples
(10 μl each) were mixed with zymogram sample buffer
(BioRad, Hercules, CA, USA) and subjected to SDS-
PAGE. The gels were then equilibrated with renaturation
buffer (BioRad) and incubated with development buffer
(BioRad) overnight at 37 °C. Bands were visualized by
staining gels with Simply Blue Safe Stain (Invitrogen,
Themo Fisher, Grand Island, NY, USA). At least two
replicates were carried out for each sample analyzed by
zymography. The MMP2 and MMP9 bands were
digitally imaged and semiquantified by Image J 1.45s (NIH,
Bethesda, MD, USA).

MMP activity assay
5-FAM-Pro-Cha-Gly-Nva-His-Ala-Dap(QXL™520)-NH2

(Anaspec, Fremont, CA, USA), the fluorogenic MMP sub-
strate XI [33, 34], was added into medium samples at a
final concentration of 8.33 ng/μl. Fluorescence measure-
ments (Ex/Em= 485/520 nm) were taken every 5 minutes
for 1 hour in a microplate reader to determine substrate
cleavage kinetics. Enzyme activities based on reaction rates
were normalized to the original tissue wet weight.

ELISA
Medium samples from IL-1β-treated chondrocytes were
collected as already described. Chondrocytes from five
patients were pooled for the test, and NGF concentra-
tions (pg/ml) in the medium samples were determined
using a commercially available ELISA kit (R&D Systems).
All assays were carried out in triplicate. Total amounts
of NGF released (pg) were calculated and normalized to
double-stranded DNA content (mg), and values are
shown as mean ± standard error (SE).
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Immunoblotting
Proteins were extracted using RIPA buffer (Sigma) and
protease inhibitor cocktail (Sigma), boiled in sample
buffer (BioRad), and separated by SDS-PAGE using 6 %
stacking gel and 12 % separating gel (cell sample: 50 μg/
lane; medium sample: 20 μl/lane). PVDF (0.45 μm;
Millipore, Billerica, MA, USA) blots were prepared and
incubated at 4 °C overnight with the primary antibodies
(1:1000; anti-MMP3, Abcam; anti-TIMP1, R&D; anti-
GAPDH, Abcam), followed by enzyme-conjugated sec-
ondary antibodies (GE, Marlborough, MA, USA), and
detection was carried out with the ECL Kit (Pierce,
Thermo Fisher, Grand Island, NY, USA) and visualized
using a FOTO/Analyst1 Fx CCD imaging system (Foto-
dyne, Hartland, WI, USA). Images were analyzed by NIH
Image J 1.45s. Each blot was repeated at least in duplicate,
and representative scans are presented.

Statistical analysis
Analysis of results from at least three independent experi-
ments was performed using SPSS 16.0 software(SPSS Inc.
Chicago, IL, USA). Results are reported as mean ± SD, un-
less specified otherwise. Student’s t test was performed be-
tween two groups. For experiments with more than two
groups and multiple time points, after testing for normal
distribution and variance homogeneity, a two-way/split plot
analysis of variance (ANOVA) and post-hoc pairwise com-
parison of mean values were carried out. Statistical signifi-
cance was considered at p <0.05.

Results
NGFRs are expressed in OA cartilage
Expression of the high-affinity NGFR, TrkA, was re-
ported in adult articular cartilage, and reported to be
higher in OA cartilage [23]. We examined the expression
pattern of both TrkA and the low-affinity NGFR,
p75NTR (also known as the stem cell marker CD271),
in human knee articular cartilage sections by immuno-
histochemistry. CD271 staining was negative in fetal and
normal adult human cartilage, but positive in the
superficial zone of early OA articular cartilage (Fig. 1a).
(Note: CD271/p75NTR-positive cells were seen in
normal rabbit articular cartilage, suggesting species
difference (see Additional file 1: Figure S1).) As OA
progressed, cells were strongly positive for CD271 and
TrkA appeared in all zones in late OA articular cartil-
age (Fig. 1a, b). The presence of both NGF and its
high/low-affinity receptors in OA cartilage suggests
that NGF signaling activity may be involved in OA
pathogenesis.

IL-1β regulates NGF/NGFR expression in chondrocytes
We observed that NGF and its receptors, TrkA and
p75NTR, were expressed in human articular cartilage-
derived chondrocytes and their levels were regulated by
the OA mediator, IL-1β. After culturing in 100 pg/ml
IL-1β (level similar to that found in human OA synovial
fluid) [35, 36], chondrocytes isolated from macros-
copically asymptomatic articular cartilage in total knee

Fig. 1 Immunodetection of NGF receptors in OA articular cartilage. a Immunostaining of the NGF low-affinity receptor, CD271 (or p75NTR), in fetal
(n = 3, biological replicates), healthy (normal, n = 3, biological replicates), and OA (early and late stage, n = 5 each, biological replicates) hyaline
cartilage from human femoral condyles, showing the superficial zone, middle zone, and deep zone. b Immunostaining of the NGF high-affinity
receptor, TrkA, in OA (late stage) hyaline cartilage from human femoral condyles, showing the superficial zone, middle zone, and deep zone.
CD271/p75NTR and TrkA presence is revealed by DAB staining (brown). n= 3–5 biological replicates. Negative control, without the use of primary antibody,
is at the bottom-left. Bar = 100 μm. Arrows, positive signals of DAB staining. OA osteoarthritis, p75NTR low-affinity NGFR, TrkA high-affinity NGFR
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arthroplasty samples showed higher levels of NGF gene
expression (Fig. 2a). Higher levels of NGF protein were
also detected by ELISA in the culture medium of IL-1β-
treated cells (Fig. 2b), suggesting that NGF expression
could be one of the cellular responses of chondrocytes
to the proinflammatory effects of IL-1β.
Both NGFRs, the high-affinity NGFR, TrkA, and the

low-affinity NGFR, p75NTR, were detected in cultured
chondrocytes by immunoblotting (Fig. 2c), suggesting
that chondrocytes have the potential to respond to NGF.
In addition, the level of p75NTR was increased in the
IL-1β treatment chondrocytes.

CSPCs migrate towards NGF
The surface marker CD271 was present at abundant
levels in late OA cartilage. Late OA cartilage-derived pri-
mary cells were therefore used to examine the effects of
NGF treatment. Upon treatment with 10 ng NGF/ml for
24 hours, we observed a change in the morphology of
CD271+ cells from a well-spread shape to a more com-
pact phenotype with defined cell borders (Fig. 3a).
As migratory activity is characteristic of CSPCs [29, 30],

we analyzed cell migration in a Transwell setup. NGF
recruited more cells migrating through the membrane
than culture medium alone (Fig. 3b). Specifically, this
promigration effect was inhibited by the addition of NGF
neutralizing antibody. To confirm the CSPC characteris-
tics of the migratory cells, cells collected from the bottom
of the insert in the Transwell setup (Fig. 3c) were analyzed
for their colony-formation ability, differentiation multipo-
tency (Fig. 3d), and the presence of mesenchymal stem
cell (MSC) -associated surface markers (see Additional
file 1: Figure S2). These cells showed a colony-forming

efficiency of 38.6 ± 14.8 % at passage 4; they also positively
responded to osteogenic, adipogenic, and chondrogenic
induction (Fig. 3d). Flow cytometry showed that these
cells were positive for MSC surface markers CD90, CD73,
CD105, CD166, CD44, and CD29, and negative for the
hematopoietic stem cell markers CD34 and CD45, indicat-
ing a similar epitope profile between these cells and adult
MSCs (see Additional file 1: Figure S2).

CSPCs lost the CD271+ phenotype during in vitro culture
The surface marker CD271 remained present (34 %
positive) in primary cells isolated from late OA cartilage,
and then rapidly disappeared after their culture passa-
ging, as demonstrated by immunofluorescence and flow
cytometry analyses (Fig. 4a). NGF treatment was not
able to recover the CD271+ phenotype in cells that had
been cultured in monolayer for three passages (Fig. 4b).
Interestingly, healthy cartilage-derived primary chondro-
cytes or late passage OA-derived chondrocytes lost their
chemotaxis towards NGF (Fig. 4c).
The effects of NGF on CSPCs were further examined

to exclude the possibility that NGF and NGF neu-
tralizing antibody increased cell numbers to cause false
positives in the Transwell test. Unlike the effect observed
on cell migration (Fig. 3b), neither treatment with NGF
(10 and 100 ng/ml) nor with NGF antibody (10 ng/ml)
affected cell proliferation (Fig. 4d).
We further tested the effects of NGF and IL-1β on the

in vitro cultured CSPCs. No changes were seen in the
expression levels of the cartilage matrix genes, COL2
and AGN, and the OA-associated matrix degeneration
genes, MMP2/3/13 and ADAMTS-4/5, under NGF treat-
ment, but treatment with IL-1β significantly increased

Fig. 2 IL-1β stimulation of NGF/NGFR expression and release in human chondrocytes. Adult human chondrocytes in culture were treated with
100 pg/ml IL-1β in growth medium (GM) consisting of DMEM with 10 % FBS. a Higher NGF gene expression in response to treatment with IL-1β
(GM versus GM+ IL-1β; *p <0.05), analyzed by real-time RT-PCR on day 7 of treatment, with RPL13a as housekeeping gene control. b Higher NGF
secretion in culture medium in response to IL-1β treatment (GM versus NGF; *p <0.05), measured by ELISA and expressed relative to double-stranded
DNA content. c Higher NGFR expression in human chondrocytes in response to IL-1β analyzed by western blotting. Ten biological cell donors were
analyzed. Experiments were carried out with three technical replicates using three pooled batches of samples, with each batch consisting of five
randomly chosen samples. Images were digitally scanned and values are normalized to GAPDH and day 0 GM group, and expressed as mean ± SE.
Representative images from one batch experiment are shown. GAPDH protein loading control, IL interleukin, NGF nerve growth factor, p75NTR low-affinity
NGFR, TrkA high-affinity NGFR
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MMPs (Fig. 4e). Thus, NGF did not appear to act on
chondrocytes in a manner similar to the more generic
proinflammatory cytokines, such as IL-1β [37–40].
To further study the influence of NGF in OA cartilage,

it is necessary to maintain the NGFR+ phenotype of
CSPCs. OA cartilage explants were therefore used as a
model to study influences on tissue degeneration.

NGF exposure increases matrix degradation in OA human
cartilage explants
To investigate the effects of NGF on OA cartilage,
human cartilage tissue explants were harvested from
early OA joints and cultured in serum-free medium con-
taining 10 ng/ml NGF for 14 days. The culture medium

was collected at 24 hours after treatment, and every
48 hours thereafter. Histological examination of tissue
sections with Safranin O staining (Fig. 5a) and colori-
metric quantitation of sGAG content in the culture
medium (Fig. 5b) showed that NGF treatment increased
sGAG loss and release from cartilage explants.
Because of their known involvement in cartilage

matrix degradation, production of MMPs in the cultured
explants was analyzed. NGF treatment resulted in higher
MMP levels in OA cartilage explants (Fig. 5e). Specific-
ally, we analyzed the explant culture medium for MMP2
and MMP9 activity by means of zymography (Fig. 5c).
MMP9 activity was turned on rapidly by NGF on day 1
(Fig. 5c), and remained elevated for the remainder of the

Fig. 3 Response of CSPCs to NGF. a Change in morphology of CD271+ cells upon NGF treatment (10 ng/ml, 24 hours): CD271 (green), nuclei
(blue). Bar = 50 μm. b Cells isolated from late OA articular cartilage are chemotactic for NGF (10 ng/ml). p <0.05, *versus control group, #versus
NGF + ab group (n = 3, mean ± SD). c Schematic chart of isolation NGF chemotactic cells with Transwell. d Characteristics of NGF chemotactic
cells: clonogenicity and differentiation multipotency. bar = 2 cm; osteogenesis, alkaline phosphatase (ALP), bar = 2 mm; adipogenesis, lipid droplet,
Oil-red O; bar = 50 μm; chondrogenesis of pellet culture, GAG staining with Safranin O, bar = 500 μm. ab NGF neutralizing antibody, CFU crystal
violet, NGF nerve growth factor, OA osteoarthritis
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culture period. Likewise, MMP2 activity was significantly
increased upon NGF treatment (p = 0.038, n = 5) (Fig. 5c).
Immunoblotting results also showed that more MMP3
was released into the culture medium from the NGF-
treated explants (p = 0.040, n = 3) (Fig. 5d). Interestingly,
NGF treatment appeared to increase matrix degener-
ation only in OA cartilage tissue; in isolated CSPCs, no
changes were seen in the expression levels of cartilage
matrix genes and OA-associated matrix degeneration
genes (Fig. 4e).
To further assess the potential effects of NGF signaling

in matrix metabolism, OA cartilage explants were
treated with 10 ng/ml NGF and/or NGF neutralizing
antibody (Fig. 5e). We observed that perturbing NGF
signaling by adding NGF or NGF neutralizing antibody
affected matrix degeneration. NGF increased MMP

activity, and NGF antibody treatment blocked MMP
activity (Fig. 5e). Interestingly, NGF signaling also affected
the level of tissue inhibitor of matrix metalloprotease-1
(TIMP-1) in OA cartilage. NGF treatment reduced TIMP-1
on day 1, while the addition of NGF antibody increased
TIMP-1 release on days 5–7 (Fig. 5f).
Taken together, these results strongly suggest that

NGF plays a role in cartilage degeneration. It is possible
that IL-1β activates the NGF/NGFR(s), and OA cartilage
responds to NGF via CSPCs. That CSPCs are activated
via IL-1β/NGF signaling represents a potentially new cell
target in OA pathogenesis.

NGF effects on CSPC matrix production and remodeling
To investigate the functional role of NGF in cartilage
matrix remodeling, OA cartilage-derived CSPCs were

Fig. 4 CD271+ cartilage-derived cells: loss of CD271+ phenotype and response to NGF during in vitro culture. a Abundance of CD271+ cells in the
cartilage-derived cells determined by flow cytometry. Passages in culture: P0, 33.60 ± 5.09 %; P1, 3.00 ± 2.33 %; P3 and P5, signal undetectable (P0 versus
P1: *p <0.05; n = 5, biological replicates; mean ± SD). b CD271+ cells (%) at P3, after treatment with 10 ng/ml NGF for 24 hours. Representative sample is
shown (n= 3). c Early-passage cells isolated from healthy cartilage (passage 1 (P1); n= 3, biological replicates, mean ± SD) and late passage from OA
articular cartilage (passage 4 (P4); n= 5, biological replicates, mean ± SD) are not chemotactic for NGF (10 ng/ml), p >0.05. d CSPC proliferation (n = 4).
e Gene expression profiles of COL2, AGN, MMP2/3/13, and ADAMTS-4/5, in CSPCs before and after NGF (10 ng/ml, 48 hours) and IL-1β (100 pg/ml,
48 hours) treatment. IL-1β versus control: *p <0.05, n = 5, biological replicates, mean ± SD, values normalized to RPL13a. ab NGF neutralizing antibody,
ADAMTS a disintegrin-like and metalloproteinase with thrombospondin motifs, IL interleukin, MMP matrix metalloproteinase, NGF nerve growth factor,
OA osteoarthritis
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cultured as 3D pellets in chondrogenic medium and
treated with NGF in combination with the NGF neutral-
izing antibody. The cultured cell pellets were harvested
on day 14 and evaluated histologically by Safranin O
staining, and scored on the basis of staining intensity,
cell-to-cell distance, and cell morphology, according to a

pellet scoring system [32] (Fig. 6a). With NGF and NGF
blocking antibody treatment for a time span from day 7
to day 14, the matrix genes, COL1A1, COL2A1, AGN,
and SOX9, did not significantly change at day 14 (Fig. 6c),
and the histological pattern also did not change in the
CSPC pellets. However, treatment with NGF or with

Fig. 5 NGF treatment results in matrix degeneration in OA cartilage. Cartilage explants from OA tissue were cultured in serum-free medium (control),
or treated with NGF for 14 days, and then the explants and culture medium were analyzed separately. a Safranin O staining of cartilage explants
isolated from a uniform region before and after 14 days of culture, with or without 10 ng/ml NGF. b Medium sGAG release, normalized to tissue wet
weight (mg) (n = 4, biological replicates). Representative samples are presented: values are mean ± SE; NGF versus control, two-way ANOVA, p <0.0001).
c MMP zymography analysis of medium MMP2 and MMP9 activity (n = 5; representative images shown). Zymography analysis of MMP2 release in
medium at day 1 (n = 5 biological replicates; *p <0.05), semiquantified based on band intensity signal. d Western blot analysis of medium MMP3
release during culture; semiquantified based on band intensity (n = 3 biological replicates; values are mean ± SD; NGF versus control, two-way ANOVA,
p <0.005; blots from same patient sample). e Medium MMP activity. Medium samples from day 1, days 5–7, and days 11–13 were assayed (n = 4,
biological replicates; NGF versus control group, and NGF versus NGF + ab group at day 13; *p <0.05, values are mean ± SD). f Western blot analysis
of medium TIMP1 release at days 1, 7, and 13 (n = 4, biological replicates; representative results shown). ab NGF neutralizing antibody (10 ng/ml),
MMP matrix metalloproteinase, NGF nerve growth factor, sGAG sulfated glycosaminoglycan, TIMP1 tissue inhibitor of matrix metalloprotease-1
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NGF antibody alone reduced sGAG accumulation in the
pellets (Fig. 6b). Perturbing NGF signaling by treatment
with NGF or NGF neutralizing antibody therefore did
not inhibit matrix production, but there appeared to be
reduced matrix accumulation.

Discussion
Increased IL-1β and NGF levels in the synovial fluid are
symptoms of arthritis [23, 41]. It is well recognized that IL-
1β is involved in cartilage degeneration and NGF mediates
neuropathic pain in the disease state of OA [14], but the
role of NGF in cartilage degeneration is unclear. In the
present study, we have explored the role of IL-1β/NGF sig-
naling in OA articular cartilage. Expression of NGF and
NGFR was elevated in healthy human chondrocytes, in re-
sponse to the proinflammatory OA inducer, IL-1β (Fig. 2).
NGF treatment increased OA cartilage matrix degradation
(Fig. 5), with NGF/NGFR action targeting CSPCs, illustrated
by NGF induction of chemotactic CSPC migration (Fig. 3).
Our findings also showed that NGF signaling affected cartil-
age tissue integrity and related cell activities (Fig. 5), as well
as matrix accumulation in chondrogenic cultures of CSPCs
(Fig. 6). Taken together, these findings strongly suggest the
functional involvement of IL-1β/NGF signaling in OA
pathogenesis, acting through CSPCs (Fig. 7).
CSPCs were initially found and associated with tissue

injury [30] or degenerative and inflammatory conditions
as in OA, and migratory activity has been recognized as
a characteristic behavior of CSPCs [29, 30]. We found

here that cells isolated from late OA cartilage are chemo-
tactic for NGF. Interestingly, the low-affinity NGFR, also
known as CD271, an early stem cell marker, is highly
expressed in late OA cartilage (Fig. 1). We also observed
that only cells from late OA articular cartilage, but not
cells from normal cartilage, are chemotactic for NGF
(Fig. 4c). We therefore speculate that CD271+ cells are the
NGF responsive CSPCs in OA cartilage. We found that
the CD271+ cells are unable to maintain their phenotype
after isolation and passage in vitro (Fig. 4a). Interestingly,
we also observed species variation, as rabbit articular car-
tilage displays a different distribution of CD271+ cells,
compared with human (see Additional file 1: Figure S1).
Further studies in human and other appropriate animal
models are needed and under development to verify that
the CD271+ cells represent the sole or primary NGF
chemotactic migratory cell subpopulation.
We observed that IL-1β acts upstream of NGF in

OA-related NGF/NGFR signaling (Fig. 2). Specifically,
treatment of chondrocytes with IL-1β increases NGF
mRNA and protein levels, and both high-affinity and
low-affinity NGFRs—TrkA [22] and p75NTR/CD271,
respectively—are positively immunostained in OA
articular cartilage [23]. Therefore, IL-1β could be in-
volved in the activation of the NGF responsive cells in
healthy cartilage (Fig. 7). We also found that NGF/
NGFR is involved in OA cartilage degeneration, as NGF
treatment increases matrix degradation in OA cartilage
explants, indicated by increased GAG release and MMP

Fig. 6 NGF signaling is partially involved in matrix remodeling in chondrogenic CSPCs. High-density pellets were formed using 2 × 105 CSPCs,
cultured in chondrogenesis medium (CM) for the first week, and then treated with 10 ng/ml NGF, NGF and NGF neutralizing antibody (NGF + ab),
10 ng/ml NGF neutralizing antibody (ab), or 10 ng/ml NGF neutralizing antibody matched IgG1 (isotype). Pooled CSPCs were used for the pellet study,
derived from 14 patients and randomly distributed in five independent trials. Representative data presented are from five technical replicates for each
group. a Safranin O staining of CSPC pellets at day 14. Bar = 100 μm. b sGAG quantification in pellets, normalized to double-stranded DNA. *p <0.05,
versus CM group, values are mean ± SD. c Gene expression of COL1A1, COL2A1, AGN, and SOX9 in CSPC pellets analyzed by quantitative RT-PCR, with
RPL13a as housekeeping gene. Values are mean ± SD. NGF nerve growth factor, sGAG sulfated glycosaminoglycan
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activity, particularly MMP2, MMP3, and MMP9. Taken
together, these findings strongly support the functional
involvement of IL-1β/NGF signaling in the pathogenesis
of OA. However, it is still unclear whether the CSPCs
are quiescent stem/progenitor cells that are activated by
IL-1β, or whether the healthy chondrocytes after
treatment with IL-1β convert to NGF responsive cells.
Additional study is clearly needed.
Clinical studies with NGF neutralizing antibody have

demonstrated its beneficial effects in reducing pain
levels in the treatment of OA [15]. In animal studies,
blocking NGF and NGFR-mediated signaling through
the use of neutralizing antibody to NGF [19] or to the
NGFR, TrkA [20, 42], could reduce OA pain [20, 21];
however, the effect on joint cartilage health is unknown.
We therefore examined the effects of inhibition of NGF
on the biological activities of articular cartilage and
cartilage-derived cells. We observed that NGF-mediated
CSPC migration is blocked by treatment with NGF
neutralizing antibody (Fig. 3b). In addition, MMP
activity is also partially suppressed by treatment with
NGF neutralizing antibody in cultured cartilage explants
(Fig. 5e). These results suggest that blocking NGF may
affect joint cartilage via cell-mediated mechanism, in
addition to the reported pain relief [15]. Interestingly,
the NGF effect on MMPs is only observed in OA cartil-
age explants, but not in the cultured chondrocytes (e.g.,
lack of stimulation of MMP13 and ADAMTS-5 shown
in Fig. 4e), suggesting the importance of the diseased
tissue environment. Previous study of relevance is an
animal experiment showing that NGF-induced weight-
bearing asymmetry in non-OA rats was normalized to

that of saline-injected controls by 1 week after NGF
antibody injection, whereas pain behavior remained
augmented in NGF-injected OA rats [21]. Taken
together, these findings strongly suggest that while NGF
may not be the initiator of OA, it is likely to contribute
to OA pathogenesis, not only via neuropathic pain but
also via pathological changes in cartilage structure by
targeting the CSPCs [43].
To examine the functional role of NGF signaling in

CSPCs, we applied an in vitro 3D, chondrogenic CSPC
pellet culture model. Our results showed that perturbing
NGF signaling with NGF (10 ng/ml) and NGF neutraliz-
ing antibody resulted in less cartilage ECM accumulation
(Fig. 6b). However, the general histological structure and
expression of matrix genes was not affected (Fig. 6c).
These findings suggest that NGF may partially function
in modulating the CSPC matrix assembly process. It is
interesting that NGF neutralizing antibody alone lowers
matrix accumulation, suggesting possible biological ac-
tivity of the endogenous traces amount of NGF (~pg/μg
double-stranded DNA, see Fig. 2b). Further study is
therefore needed to clarify this role.
We also tested whether blocking NGF may affect other

activities of joint cartilage in addition to the reported
pain relief [15]. Interestingly, treatment with NGF neu-
tralizing antibody reduced MMP activity and maintained
TIMP1 production in OA cartilage explants (Fig. 5f ),
suggesting the possibility that blockade of NGF could
reduce matrix loss in OA cartilage. Because of the spe-
cies variation of NGFR distribution (Additional file 1:
Figure S1) and the challenge in maintaining NGFR ex-
pression in vitro (Fig. 4), an appropriate animal model is

DEGENERATION 
+ 

Fig. 7 Schematic of NGF role and IL-1β involvement in OA. See text for details. IL interleukin, MMP matrix metalloproteinase, NGF nerve growth
factor, NGFR nerve growth factor receptor, OA osteoarthritis
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needed in the future to study the long-term in vivo
effects of the NGF signaling blockades.

Conclusions
The results reported here strongly suggest that NGF
signaling is a contributing factor in articular cartilage
degeneration in OA, which probably targets a specific
subpopulation of progenitor cells, the CSPCs. More in-
depth knowledge of the molecular and cellular mechan-
ism of IL-1β/NGF signaling will be crucial in exploring
its potential utility as a therapeutic target for OA.

Additional file

Additional file 1: Figure S1 showing immunodetection of CD271/
p75NTR in normal rabbit cartilage, Figure S2 showing characterization
of the cell surface epitope profile of migratory cells isolated from
human OA articular cartilage, Figure S3 showing the gene expression
profile of human OA cartilage explants after NGF (10 ng/ml)
treatment for 14 days, and Table S1 presenting primer sequences for
real-time RT-PCR. (DOCX 1277 kb)

Abbreviations
ADAMTS: A disintegrin-like and metalloproteinase with thrombospondin mo-
tifs; ALP: Alkaline phosphatase; ANOVA: Analysis of variance; CDC: Centers for
Disease Control and Prevention; CSPC: Cartilage stem/progenitor cell;
3D: Three-dimensional; DAPI: 4′,6-Diamidino-2-phenylindole; DMEM: Dulbecco’s
Modified Eagle’s medium; ECM: Extracellular matrix; ELISA: Enzyme-linked
immunosorbent assay; FBS: Fetal bovine serum; FITC: Fluorescein isothiocyanate;
IL: Interleukin; MMP: Matrix metalloproteinase; NGF: Nerve growth factor;
NGFR: Nerve growth factor receptor; NSAID: Nonsteroidal anti-inflammatory
drug; OA: Osteoarthritis; p75NTR: p75 neurotrophin receptor, CD271, NGF low-
affinity receptor; PE: Phycoerythrin; PG: Proteoglycan; SD: Standard deviation;
SE: Standard error; sGAG: Sulfated glycosaminoglycan; TIMP-1: Tissue inhibitor of
matrix metalloprotease-1; TNFα: Tumor necrosis factor alpha; TrkA: Tropomyosin
receptor kinase A, NGF high-affinity receptor.

Competing interests
The authors declare that they have no competing interests.

Authors’ contributions
YJ conceived of the study, carried out the experimental design, data
acquisition, and statistical analysis, and drafted and revised the manuscript.
CH participated in sample collections and immunoassays, and revised the
manuscript. SY participated in the pellet study and data acquisition, and
revised the manuscript. JY participated in pellet study data acquisition,
and revised the manuscript. HP participated in stem cell biology studies
and immunoassays, and revised the manuscript. HWO participated in study
design and interpretation of data, and revised the manuscript. RST participated
in study design and coordination, data analysis and interpretation, and helped
to draft and critically reviewed and revised the manuscript. All authors read and
approved the final manuscript.

Acknowledgements
Supported in part by the Commonwealth of Pennsylvania Department of
Health (SAP 4100050913), the US Department of Defense (W81XWH-10-1-0850,
W81XWH-08-2-0032 W81XWH-13-2-0052, W81XWH-14-2-0003, W81XWH-14-1-0217),
the NIH (1U18TR000532), China National Key Scientific Research Projects
(2012CB966604), the National Natural Science Fund (81125014, 81101356,
81201395, J1103603, 31000436), the Zhejiang Province Public Welfare Fund
(2012C3112, 2012C33015), Zhejiang Provincial Natural Science Foundation
of China (LY13C100001), and the National High Technology Research and
Development Program of China (2012AA020503). The authors thank Ms Qing
Qing Xia for technical assistance, Dr Thomas P. Lozito for advice on the MMP
activity assay, and Mr Benjamin Rothrauff for manuscript editing.

Author details
1Center for Cellular and Molecular Engineering, Department of Orthopaedic
Surgery, University of Pittsburgh School of Medicine, 450 Technology Drive,
Pittsburgh, PA 15219-3143, USA. 2Dr. Li Dak Sum & Yip Yio Chin Center for
Stem Cell and Regenerative Medicine, Zhejiang University, School of
Medicine, Hangzhou, Zhejiang 310058, China. 3Tsinghua University School of
Medicine, Beijing 100084, China. 4Current address: Vascular Surgery, The
Affiliated Hospital of Qingdao University, Qingdao 266071, China. 5Current
address: Berea College, Berea, KY 40403, USA.

Received: 14 July 2015 Accepted: 27 October 2015

References
1. Felson DT. An update on the pathogenesis and epidemiology of

osteoarthritis. Radiol Clin North Am. 2004;42:1–9.
2. World Health Organization. The World Health Report 2002: reducing risks,

promoting healthy life. Geneva, Switzerland: World Health Organization; 2002.
3. Centers for Disease Control and Prevention (CDC). Prevalence of doctor-

diagnosed arthritis and arthritis-attributable activity limitation—United
States, 2010–2012. MMWR Morb Mortal Wkly Rep. 2013;62:869–73.

4. Moskowitz RW. Osteoarthritis: diagnosis and medical/surgical management.
Philadelphia, PA: Wolters Kluwer Health/Lippincott Williams & Wilkins; 2007.

5. Williams RJ. Cartilage repair strategies. Totowa, NJ: Humana Press; 2007.
6. Fan Z, Bau B, Yang H, Soeder S, Aigner T. Freshly isolated osteoarthritic

chondrocytes are catabolically more active than normal chondrocytes, but
less responsive to catabolic stimulation with interleukin-1beta. Arthritis
Rheum. 2005;52:136–43.

7. Kapoor M, Martel-Pelletier J, Lajeunesse D, Pelletier JP, Fahmi H. Role of
proinflammatory cytokines in the pathophysiology of osteoarthritis. Nat Rev
Rheumatol. 2011;7:33–42.

8. Wheaton AJ, Borthakur A, Dodge GR, Kneeland JB, Schumacher HR, Reddy R.
Sodium magnetic resonance imaging of proteoglycan depletion in an in vivo
model of osteoarthritis. Acad Radiol. 2004;11:21–8.

9. Lai YC, Shaftel SS, Miller JN, Tallents RH, Chang Y, Pinkert CA, et al.
Intraarticular induction of interleukin-1beta expression in the adult mouse,
with resultant temporomandibular joint pathologic changes, dysfunction,
and pain. Arthritis Rheum. 2006;54:1184–97.

10. Daheshia M, Yao JQ. The interleukin 1beta pathway in the pathogenesis of
osteoarthritis. J Rheumatol. 2008;35:2306–12.

11. Sanchez C, Mateus MM, Defresne MP, Crielaard JM, Reginster JY, Henrotin YE.
Metabolism of human articular chondrocytes cultured in alginate beads.
Longterm effects of interleukin 1beta and nonsteroidal antiinflammatory drugs.
J Rheumatol. 2002;29:772–82.

12. Vaamonde-Garcia C, Riveiro-Naveira RR, Valcarcel-Ares MN, Hermida-Carballo L,
Blanco FJ, Lopez-Armada MJ. Mitochondrial dysfunction increases
inflammatory responsiveness to cytokines in normal human chondrocytes.
Arthritis Rheum. 2012;64:2927–36.

13. Ghilardi JR, Freeman KT, Jimenez-Andrade JM, Coughlin KA, Kaczmarska MJ,
Castaneda-Corral G, et al. Neuroplasticity of sensory and sympathetic nerve
fibers in a mouse model of a painful arthritic joint. Arthritis Rheum.
2012;64:2223–32.

14. Lewin GR, Rueff A, Mendell LM. Peripheral and central mechanisms of
NGF-induced hyperalgesia. Eur J Neurosci. 1994;6:1903–12.

15. Lane NE, Schnitzer TJ, Birbara CA, Mokhtarani M, Shelton DL, Smith MD, et al.
Tanezumab for the treatment of pain from osteoarthritis of the knee. N Engl J
Med. 2010;363:1521–31.

16. Manni L, Lundeberg T, Fiorito S, Bonini S, Vigneti E, Aloe L. Nerve growth
factor release by human synovial fibroblasts prior to and following exposure
to tumor necrosis factor-alpha, interleukin-1 beta and cholecystokinin-8: the
possible role of NGF in the inflammatory response. Clin Exp Rheumatol.
2003;21:617–24.

17. Raychaudhuri SP, Raychaudhuri SK, Atkuri KR, Herzenberg LA. Nerve growth
factor: a key local regulator in the pathogenesis of inflammatory arthritis.
Arthritis Rheum. 2011;63:3243–52.

18. Walsh DA, McWilliams DF, Turley MJ, Dixon MR, Franses RE, Mapp PI, et al.
Angiogenesis and nerve growth factor at the osteochondral junction in
rheumatoid arthritis and osteoarthritis. Rheumatology (Oxford).
2010;49:1852–61.

19. Hoffman EM, Zhang Z, Anderson MB, Schechter R, Miller KE. Potential
mechanisms for hypoalgesia induced by anti-nerve growth factor

Jiang et al. Arthritis Research & Therapy  (2015) 17:327 Page 12 of 13

dx.doi.org/10.1186/s13075-015-0840-x


immunoglobulin are identified using autoimmune nerve growth factor
deprivation. Neuroscience. 2011;193:452–65.

20. McNamee KE, Burleigh A, Gompels LL, Feldmann M, Allen SJ, Williams RO, et al.
Treatment of murine osteoarthritis with TrkAd5 reveals a pivotal role for nerve
growth factor in non-inflammatory joint pain. Pain. 2010;149:386–92.

21. Ashraf S, Mapp PI, Burston J, Bennett AJ, Chapman V, Walsh DA.
Augmented pain behavioural responses to intra-articular injection of nerve
growth factor in two animal models of osteoarthritis. Ann Rheum Dis.
2014;73:1710–8.

22. Gigante A, Bevilacqua C, Pagnotta A, Manzotti S, Toesca A, Greco F.
Expression of NGF, Trka and p75 in human cartilage. Eur J Histochem.
2003;47:339–44.

23. Iannone F, De Bari C, Dell'Accio F, Covelli M, Patella V, Lo Bianco G, et al.
Increased expression of nerve growth factor (NGF) and high affinity NGF
receptor (p140 TrkA) in human osteoarthritic chondrocytes. Rheumatology
(Oxford). 2002;41:1413–8.

24. Day-Williams AG, Southam L, Panoutsopoulou K, Rayner NW, Esko T, Estrada K,
et al. A variant in MCF2L is associated with osteoarthritis. Am J Hum Genet.
2011;89:446–50.

25. Jiang Y, Tuan RS. Origin and function of cartilage stem/progenitor cells in
osteoarthritis. Nat Rev Rheumatol. 2015;11:206–12.

26. Williams R, Khan IM, Richardson K, Nelson L, McCarthy HE, Analbelsi T, et al.
Identification and clonal characterisation of a progenitor cell sub-population
in normal human articular cartilage. PLoS One. 2010;5:e13246.

27. Quintin A, Schizas C, Scaletta C, Jaccoud S, Applegate LA, Pioletti DP.
Plasticity of fetal cartilaginous cells. Cell Transplant. 2010;19:1349–57.

28. Fickert S, Fiedler J, Brenner RE. Identification of subpopulations with
characteristics of mesenchymal progenitor cells from human osteoarthritic
cartilage using triple staining for cell surface markers. Arthritis Res Ther.
2004;6:R422–432.

29. Koelling S, Kruegel J, Irmer M, Path JR, Sadowski B, Miro X, et al. Migratory
chondrogenic progenitor cells from repair tissue during the later stages of
human osteoarthritis. Cell Stem Cell. 2009;4:324–35.

30. Seol D, McCabe DJ, Choe H, Zheng H, Yu Y, Jang K, et al. Chondrogenic
progenitor cells respond to cartilage injury. Arthritis Rheum. 2012;64:3626–37.

31. Lotz MK, Otsuki S, Grogan SP, Sah R, Terkeltaub R, D'Lima D. Cartilage cell
clusters. Arthritis Rheum. 2010;62:2206–18.

32. Grogan SP, Barbero A, Winkelmann V, Rieser F, Fitzsimmons JS, O'Driscoll S, et al.
Visual histological grading system for the evaluation of in vitro-generated
neocartilage. Tissue Eng. 2006;12:2141–9.

33. Lauer-Fields JL, Broder T, Sritharan T, Chung L, Nagase H, Fields GB. Kinetic
analysis of matrix metalloproteinase activity using fluorogenic triple-helical
substrates. Biochemistry. 2001;40:5795–803.

34. Lombard C, Saulnier J, Wallach J. Assays of matrix metalloproteinases
(MMPs) activities: a review. Biochimie. 2005;87:265–72.

35. McNulty AL, Rothfusz NE, Leddy HA, Guilak F. Synovial fluid concentrations
and relative potency of interleukin-1 alpha and beta in cartilage and
meniscus degradation. J Orthop Res. 2013;31:1039–45.

36. Westacott CI, Whicher JT, Barnes IC, Thompson D, Swan AJ, Dieppe PA.
Synovial fluid concentration of five different cytokines in rheumatic diseases.
Ann Rheum Dis. 1990;49:676–81.

37. Goldring MB, Fukuo K, Birkhead JR, Dudek E, Sandell LJ. Transcriptional
suppression by interleukin-1 and interferon-gamma of type II collagen gene
expression in human chondrocytes. J Cell Biochem. 1994;54:85–99.

38. Stove J, Huch K, Gunther KP, Scharf HP. Interleukin-1beta induces different
gene expression of stromelysin, aggrecan and tumor-necrosis-factor-
stimulated gene 6 in human osteoarthritic chondrocytes in vitro.
Pathobiology. 2000;68:144–9.

39. Reboul P, Pelletier JP, Tardif G, Cloutier JM, Martel-Pelletier J. The new
collagenase, collagenase-3, is expressed and synthesized by human
chondrocytes but not by synoviocytes. A role in osteoarthritis. J Clin Invest.
1996;97:2011–9.

40. Gendron C, Kashiwagi M, Lim NH, Enghild JJ, Thogersen IB, Hughes C, et al.
Proteolytic activities of human ADAMTS-5: comparative studies with
ADAMTS-4. J Biol Chem. 2007;282:18294–306.

41. Halliday DA, Zettler C, Rush RA, Scicchitano R, McNeil JD. Elevated nerve
growth factor levels in the synovial fluid of patients with inflammatory joint
disease. Neurochem Res. 1998;23:919–22.

42. Matsuura Y, Iwakura N, Ohtori S, Suzuki T, Kuniyoshi K, Murakami K, et al.
The effect of Anti-NGF receptor (p75 neurotrophin receptor) antibodies on
nociceptive behavior and activation of spinal microglia in the rat brachial
plexus avulsion model. Spine (Phila Pa 1976). 2013;38:E332–8.

43. Oliviero F, Ramonda R, Punzi L. New horizons in osteoarthritis. Swiss Med
Wkly. 2010;140:w13098.

Submit your next manuscript to BioMed Central
and take full advantage of: 

• Convenient online submission

• Thorough peer review

• No space constraints or color figure charges

• Immediate publication on acceptance

• Inclusion in PubMed, CAS, Scopus and Google Scholar

• Research which is freely available for redistribution

Submit your manuscript at 
www.biomedcentral.com/submit

Jiang et al. Arthritis Research & Therapy  (2015) 17:327 Page 13 of 13


	Abstract
	Introduction
	Method
	Results
	Conclusion

	Introduction
	Methods
	Tissue harvest and explant culture
	Cell isolation, culture, and characterization
	Immunostaining
	Flow cytometric analysis
	Cell migration assay
	Multilineage differentiation potential
	RNA extraction and quantitative RT-PCR
	Zymography
	MMP activity assay
	ELISA
	Immunoblotting
	Statistical analysis

	Results
	NGFRs are expressed in OA cartilage
	IL-1β regulates NGF/NGFR expression in chondrocytes
	CSPCs migrate towards NGF
	CSPCs lost the CD271+ phenotype during in vitro culture
	NGF exposure increases matrix degradation in OA human cartilage explants
	NGF effects on CSPC matrix production and remodeling

	Discussion
	Conclusions
	Additional file
	Abbreviations
	Competing interests
	Authors’ contributions
	Acknowledgements
	Author details
	References



